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WE.BH K% 8% MGC-803 tafitfe A L% § £68E L% GES-1 4wt ¥, K443k %445 RNA PRNCRI1 #)
FA AR TE PRNCRL 5T § J& MGC-803 tmftl3g i 12 £ R it eh#w, J7ik AR LN EAT EREGEHM
B (QRT-PCR)#:m 4n it PRNCR1 ik K-F ;% it F& & PRNCR1-siRNA %t 78 57 (PRNCR1-NC)
s Ewmb, it QRT-PCR #4842 7 PRNCR1 #9308k 2R ; A 0 w3 F A% ok 25 0k & k40 § J% 2n A
3% 78 ; Transwell 523646 B 95 40 J0 i A5 A0 iz £ H e T4, 5 PRNCRI £ B 5% MGC-803 a L+ ¢ &
*HTFALTH ALK GES-1 41/, PRNCR1-siRNA T A Fifl § % MGC-803 2 fiF PRNCRL1 #4 &k,
S+ AFpH) MGC—803 Za ftLad 38 s el 2 S A5 46 ) o 4516 PRNCRL-siRNA #:4% T8 PRNCRL1 #9 £k , 5
A AP B Y387 AR £ 45 S, A v PRNCRI e 569 § % 2 W47 E 2 3230 A
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Long non-coding RNA PRNCR1 promotes proliferation,
invasion and migration of gastric cancer cells

Yi Cai
(Department of Emergency, the First Affiliated Hospital, University of South China,
Hengyang, Hunan 421001, China)

Abstract: Objective To observe the expressions of long non-coding RNA PRNCR1 in gastric cancer
MGC-803 cells and normal gastric mucosa epithelial GES-1 cells, and to study the effect of PRNCR1 on the
proliferation, migration and invasion of gastric cancer cells by silencing the expression of PRNCR1. Methods
SiRNA fragments (PRNCR1-siRNA) and control fragments (PRNCR1-NC) were designed, synthesized and
transfected to gastric cancer cells. The expression of PRNCR1 was detected by gqRT-PCR. Cell proliferation
was detected by MTT. Migration and invasion of gastric cancer cells were detected by Transwell assay.
Results The expression of PRNCR1 in the MGC-803 cells was higher than that in the GES-1 cells. The
expression of PRNCR1 was reduced by PRNCR1-siRNA in the MGC-803 cells. The proliferation, invasion
and migration of the MGC -803 cells decreased after transfection of PRNCR1 -siRNA. Conclusions The
expression of PRNCR1 can be down-regulated by PRNCR1-siRNA, and PRNCR1-siRNA could inhibit the
proliferation, invasion and migration of gastric cancer cells, which provides a theoretical foundation for gene
therapy of gastric cancer targeting at PRNCRI gene.
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K55 4E 5% RNA(long non-coding RNA, IncR-
NA)E—RAHAE A S YI6e KB >200 nt (4
RNA. f#ihisE B8, IncRNA FHAEREATA A1) <M
B RNA, MR AEAE Yk A Fe b AR ~F , B &
B RE R IR SR % RNAB i 51 B JE 4% RNAL
(prostate cancer non-coding RNA 1, PRNCR1)E v
TFYefaik 8924, K2y 13 kB, B LW IESIAE BT 5 BRIe
Sl h R A EEAE S, SR & B, PRNCRILEY)
FER Z 205 B0 o XU A CH, {H PRNCR1 7E
BT VEF AR . ARl PR PRNCR1
7 B A RN TE 8 B R L S A b 2Rk JF
it RNA TR AR DTSR B 4 h PRNCRL (19 3%
I8 R B A 5 R 28 ML R T s
U PRNCRL 73 F-1E 18 g B DR IA o7 S 5 S B
e S i

1 RS

1.1 ##

Trizol 2 g 24 i W W A e Tl i R 1 A R
5] RNA S SRR S0 E e T A e 2
(quantitative real-time polymerase chain reaction,
qRT-PCR) 1AM & W F H 7% TaKaRa 23], 41 i % 4
17 [ € Invitrogen 2], DU R ZURER F (4
1:[3-(4,5-dimethyl-2-thiazolyl )-2,5-diphenyl-2-H-
tetrazolium bromide, MTT] 5% [ 3% [E Promega 2>
H] AR 28 R KGN transwell /N2 T [ 25 [ Mili-
pore > ] , FE A H 52 Sigma /A ] ,MGC-803 4
Jil \GES-1 4 [ i An %

1.2 FHi&

1.21 PRNCRI1-siRNA # 3% it 4= & & 1R 4
PRNCR1 351, 4% /8 siRNA /EHIHE &S5 B 0], F
2£[H Invitrogen 2 F) 1 SIRNA 1E #0353 8
ZAE I F R A A FR A ) G A 1 1Y SIRNA
Kot BB, 4391 PRNCR1-siRNA PRNCR1-NC,

1.2.2 mjaiefedtds MGC-803 4ifitl (GES-1 41
L% 100 mi/L Jif 4 135 A9 38 SR AR B 00 T FE AR 1
3£ (dulbecco's minimum essential medium,DMEM),
F 37°C .50 mI/L %Ak CO, 4 il 15 35 4 s 5% .

1 it MGC-803 4R AE 25 mm? KEFR L, Fp 2t
T REIR T0% ~80%J5 , A i) PRNCR1-siRNA,
PRNCR1-NC % Lipofectamine 2000 #4344 MGC-803
il b, BAATRAEFE Lipofectamine 2000 1277 £ 15 B
PR S UL S5 I 4E ML 302 PRNCR1-siRNA 4171
PRNCR1-NC 4.

123 QRT-PCR ## PRNCRL # %  F|
gRT-PCR X} PRNCR1 FRik#A TR . W BG4 4k 48 h
JE B4R, FIF Trizol 20 it 24 f W S B AR AR, 455
RNA, 352 %5}y cDNA, PRNCR1 %E & PCR 514,
1E 18514 . 5'-CCAGGGGGAAACACACAG-3'; [ [f]
514 :5'-AAATGGCAGTTTCCTTCAATG-3', B -actin
YERBFRIEEN, IEME4):5'-TTGGCTTGACTCAGG
ATTTA-3', X [f]5]4) :5'-ATGCTATCACCTCCCCTGT
G-3'. 51FHE B IIIAE R IE A R SE .
I 454 - 95°C A5 PE 4 min, 95°C A5 PE 12 5,59°C R k.
35s, 3t 41 AMIEFR, AR 3 AL, S E A 3 KB
A A dn 2 AR E

1.24 MTT %% m MGC-803 i fiadgsh  Hukk
YL 48 h J5 B AL F X808 K 1H MGC-803 4 fift , &
FRVE 2 i, FH A 1 S A 40 M, 2.0 A S i Al
BB, TR EE A B B 3 % 10* A /ml, A
YA 200 wl/ FL, B2 7 AR AL R 5 A
96 fLAT, 2 BIK5 7% 1~ 5d, 40 1 M /d. BRI
SETHT 4 h, A 5 mgiml MTT 20 w I/ £L, i A4S
k237 4 h, 38 RIS, In A Z H EE AR (dimethyl
sulfoxide,DMS0)150 I/ fL, 7% 11 min,ffi MTT (¥
WP FE VAR, T 490 nm AL SE 20 i ) O A
(optical density,OD)fH.

1.2.5 Transwell 52 346 MGC—-803 % it iz % fodk
#5471 MGC-803 4HMfu’% 4L 48 h 5, il id Transwell
SEG I AN MR B LR AR, B 3AE
flo R HIBRA LA A0, TORBRREh 22 v i
(phosphate buffer saline, PBS)¥t 3 i , 2.5 4 Il
i (bovine serum albumin,BSA)10 g/L JG il i
KRR I B A0 i 23 R B R 1 x 105 A4S /ml,
3500 F ot e A9t 5 Transwell /N2 |28 (1 5L IR
I, FZH AR MR P B 150 ol A B3 rh R NE
A 24 FUbk T, N =TS A G A LT 55 3R 5
500 pl,3%3% 36 ho Z5fm /= HUE , PBS #242
Yk, A I /NE = N JZ AL, 95% B i
6 min,4 g/L 25 SRR L 5 18 0 A0EE T AL,
FRFEABEPLIEE 5 NI EF AT EUR BOP4(E, 22
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HIFEARIE . Kl MGC-803 4% A4 fE J1it, /NE Y
b FE IO R R AL SRR, Ll 2P BR S AR Ty
BAfE
1.3 SHit=ZEFHE

B TR ] SPSS 19.0 Seitak i, TR
BB+ pnifE2E (x = s)Fan , FH o K 6 ok J 42 0 o 18
T 2504, P<0.05 A2 534 Gt 2f i L.

2 #R

2.1 PRNCR1 7 MGC-803 #iith 5 Rix

Wi A ok A K B MGC-803 il GES-1 4 Jifd,
LA A RNA, qRT-PCR #5:illl PRNCR1 AU ik .
GER R, ZhnEIL)S , GES-1 40/l PRNCR1 AT
iAEH (1.000 +0.051),MGC-803 il PRNCR1 #f
X F ik 4 (3.146 £ 0.783), 2 1 Ko 3, 2 H A Bi it
3 X (1=6.844,P=0.017), 5 GES-1 4Hffilt 4%,
PRNCR1 7 MGC-803 #iiffd i #ik. LA 1.

2.2 PRNCR1-siRNA T #§ MGC-803 4f if e
PRNCR1 By &

PRNCR1-siRNA J X} 1é 7 51 4% Y« MGC-803 4l
M) 48 h, AR5 RNA,qRT-PCR Kl Higik
gER IR, B FrEAL)S ,PRNCR1-NC 41 PRNCR1 #f
X} ek B (1.000 +0.153) ,PRNCR1-siRNA 24 ity
PRNCR1 A%} ik &4 (0.488 +0.091), 4 + K556,
2R G X (1=7.841, P =0.009 ), PRNCR1-
SiRNA 2l PRNCR1 Fik%: PRNCR1-NC 41 F . UL
K2,

2.3 PRNCRL1-siRNA #i# MGC-803 4854
MTT 256451 PRNCR1-siRNA X} MGC-803 4H
JES 8 5 Y 52 0, PRNCR1-siRNA 5 PRNCR1-NC 4H
ARJG 24.48.72 .96 F1 124 h M+ OD {f kA%, R H
AR A 5 22008, 8558 O[] A] £ /%) 0D
{lif5 2% 5 (F=8.105,P =0.014) ; @ PRNCR1-iRNAZH
5 PRNCR1-NC 4 1) OD {HA 225 (F =16.217,P=
0.008),PRNCR1-siRNA £{%% PRNCR1-NC £H OD {H
1%, %8 B 18 ; BPRNCR1-siRNA £H 5 PRNCR1-
NC ZH 1) OD fHAEfk#a3i Ay 25 55 (F=7.814,P=0.032),
WA 555 3 K4 , PRNCR1-siRNA £H 4 fift (1) 3t
FHIH FEHE PRNCR1-NC Z12%1% . DLIE 3 Flpff2 .
24  PRNCR1-siRNA i MGC-803 #ifafIEZE
PRNCR1-siRNA J Xt e J7 51 4% 4t MGC-803 4fi
Ml 48 h & , 455 7 ,PRNCR1-siRNA 41 %E5: Matrigel
AL GFL A 20 i 25 H A (21.635 + 7.424) 4 | 15
5455 ,PRNCR1-NC ZH %1 Matrigel £ 1 i FLAR )

1.5 7

1.0 7

0.5 1

PRNCR X} &k &

PRNCR1-NC#i  PRNCR1-siRNAZ

7 5 PRNCR1-NC £ [t.#% , P<0.05
2 TZAZHM PRNCR1 RiZZE (n=3,x+9)

4 -
4 -
-8 PRNCR1-NC 41

i - PRNCR1-siRNA 4

q 2 34 *

® o

e o

£ 21 % 2 -

E )

S T

Z.

g 14 11

0 0 )
GES-1 4iifif MGC-803 4l o 1 2 8 4 5 6
+ 15 MGC-803 41l 4, P<0.05 T fd
1 #AfEd PRNCR1 BIRIE (xxs) 3 PRNCR1-siRNA X4 ff it 58 g 22 i
Mz WAL ES ODELRE (n=3,x+s)

215 24h 48 h 72h 96 h 120 h
PRNCR1-NC £ 0.481 + 0.100 0.863 + 0.090 1.501+0.121 2.407 +0.104 2.901 + 0.201
PRNCR1-siRNA 21 0.503 +0.171 0.804 + 0.221 1.201+0.221 1.614 = 0.107 1.915 + 0.224
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AN H Hy(52.471 + 9.518) 4 | s, 2 t K56,
ESRA G HF X (1=10.471, P=0.025) ,PRNCR1-
SIRNA ZH 2 b Matrigel £ 8 (1 fFL IS A4 40 g 5% B /0
F PRNCR1-NC 4. 142k PRNCR1 #ik)5, Al
LIl MGC-803 iz 78RE 1. LAl 4.
2.5 PRNCR1-siRNA ##] MGC-803 BT
PRNCR1-siRNA J X} 1 7 51 4% Y« MGC-803 4fi
Jitd 48 h J5 ,PRNCR1-siRNA 21 %% i Matrigel £ 8% 11
LIS Y 20 %% B o (23.534 £ 5.176) 4 | s,
PRNCR1-NC £ %3 Matrigel £, %% i) S FL I 14 201 it
¥ H A (41.512 + 8.873) 1 | mifiise, & ki, 25 5+

G L (1=9.214, P=0.017) ,PRNCR1-siRNA
2H 2F i Matrigel £ # 19 3 L IS A9 20 g %k B 2> T
PRNCR1-NC 41, i BH T ER PRNCRl FakJE AT A
. W 5.

il MGC-803 4 il it # fig
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B 5 MGC-803 AT 8E TRk
3 itig

IncRNA {{LJ& RNA R4l 11 5% L1774,
IR AR A Y Dhe, B LM,
INCRNA AN n] 75 Z2 2 7 X 35k PR ) e ik A 7
P, 100 H 5 2R 0y A AR B UIAROC . HETRE AR
WFFEIESE , INCRNA (1) 575 38 2 S 8O 19 T il
DR R 2w Ik, m & T BUA A ™ A B
Ak, A EE A IR A R TR, il
FXFE T -1 (metastasis-associated lung adenocar
cinoma transcript-1, MALAT-1)J&—28/77F T 4%
WA RS RNAL BIFEIESS , MALAT-1 (178 3R
K5 N LRI () e R R B IO A dE B 3
I AU BRI JRAR RSSO 5 — e R AL R R
RJG8E K K23 iaT7 i 254 X, PRENSNER 450
W LI, FERT AR K B E 4% RNA PCGEML
1Rk, PCGEML ] fie i Fif 51| i 200 A 1 A P 2 3
I HREMARTUGHE. IncRNAs 1] LIFE ARTEER
I3 R 2, I AE IR v R R, BT INcRNAS
AR AT e o Bibs B4 2 Wb i A WG
B0t R REZEL I LU, KA g A RNA XLOC_
006844 .LOC152578 K XLOC_000303 7F 4% Ji7 i i
HIE IR THE  $ERIX 3 Ff IncRNAS 1R 1] g
R4S e 2 W B Fe R 6 28 AL Y IncRNA
HOTAIR 7] LIE Ry 2L B2 Wi i A= 2 48 R
FULAT UL, IncRNAs 7EIE ) kA R SR R 1A &2
KEEMEH

IncRNAs 7€ & Ji i B 55 h i A VF 2 0P 58 ik g
LIU Z5896F 55 % P, H19 8 i RUNXL 4 1F B g i 48
JE 1R 2%, PANDAR W3k HUR & BB & TS
AR L% I, PRNCRL HYRE R 22850 v] fig &
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B — D EoR N % . {H PRNCR1 75 598 A9/ 1
FEATERE , PRI, 5 LA B R A i v 8k B LA
B A R EIVE R A B T 0 A T ke T A
B A R ERRA

2011 4F ,CHUNG %55 % #1 ,PRNCR1 3 [A]
TERTS B M TR ik R, UUER RS AR i
PRNCR1 (3 ik , AT B AL A 2 32 & (androgen re-
ceptor, AR ) i 5% 5 i 1, ¢ B PRNCRY 7E i 1| i &
HHSE T PR AR 5 SIS PR AR HE T8 g Y R
A WS , PRNCRLFFEIN 23851 5 45 W 9w S B
T 0 S TEPEAR G, Ak, PRNCRY 2634 F i AT LA
T i 3 A0 L ) B 5, U0 R C R 3k mT UM i 25 B o
S A4 20 B 45T. T PRNCRY 78 B i 40 v A4 4 1]
i A W ST RGE , HAE ) FHLH A feadk— 2
W,

A S R A N PRNCRIFE O 3U4E SiRNA
JPH, EEE Y N B A rh 384k qRT-PCR A&l
HEUL S SIRNA BIUTERACR i MTT 255k B 9
Y5 RE 1 ARk, 3 Ao 40 AR 28 5 A S B0 56 UE
B AR TR Re T AR A, B ST ER
PRNCR1 7 1 Ji 2 it b 1 2 38 nT DA ) B Jes A M 1)
MU RFBIEERSRE ST, LA PRNCRL A HE A5 1 1 98
FERRYT B9 BHe LAt
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