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Abstract: Objective To investigate the relationship of the expression of long non-coding ribonucleic acid
(LncRNA) prostate cancer gene expression marker 1 (PCGEM1) and microRNA-642a-5p (miR-642a-5p) with
human papillomavirus (HPV) positive cervical cancer relationship to postoperative recurrence. Methods A total of
184 patients with HPV-positive cervical cancer who underwent radical surgery for HPV-positive cervical cancer in
our hospital from February 2018 to April 2020 were selected. The expression levels of LncRNA PCGEM1 and miR-
642a-5p in HPV-positive cervical cancer patients with different clinical stages were compared. The postoperative
recurrence of HPV-positive cervical cancer patients was counted 2 years after surgery, and was divided into a
recurrence group (28 cases) and a non-recurrence group (156 cases) according to whether or not there was recurrence
after surgery. The clinical data of the patients in the recurrence group and the non-relapse group were compared.
Logistic multivariate regression analysis of factors influencing postoperative recurrence in patients with HPV-
positive cervical cancer. The receiver operating characteristic curve (ROC) was prepared, and the area under the
curve (AUC) was used to evaluate the predictive value of LncRNA PCGEM1, miR-642a-5p, and their combination
in cervical cancer tissue for postoperative recurrence of HPV-positive cervical cancer patients. Results The levels
of LncRNA PCGEMI in cervical cancer tissues of patients with stage III and stage Il were higher than those in
patients with stage I (P < 0.05), and miR-642a-5p was lower than that in patients with stage I (P < 0.05). The level of
LncRNA PCGEMLI in cervical cancer tissue of stage Il patients was higher than that of stage II patients (P < 0.05),
and the miR-642a-5p was lower than that of stage II patients (P < 0.05). The postoperative recurrence rate of HPV-
positive cervical cancer patients was 15.22%. In the recurrence group, the proportion of clinical stage III/IV, the
proportion of poorly differentiated, the proportion of cervical infiltration depth > 1/2, the proportion of pelvic lymph
node metastasis, proportion of tumors with a maximum diameter of > 4 cm, the proportion of cervical cancer tissue
LncRNA PCGEMI1 The expression level was higher than that in the non-recurrence group (P < 0.05), and the
expression level of miR-642a-5p was lower than that in the non-relapse group (P < 0.05). Logistic regression results
showed that the clinical stages were stage III/IV [OAR = 2.815, (95% CI: 1.226, 6.462) ], pelvic lymph node
metastasis [OAR =2.892, (95% CI: 1.202, 6.968) ], LncRNA PCGEM1 [OAR =3.267, (95% CI: 1.642, 8.754) ], and
miR-642a-5p [OAR =3.337, (95% CI: 2.031, 9.846) ] in cervical cancer were risk factors for postoperative recurrence
in patients with HPV-positive cervical cancer (P < 0.05). The ROC curve analysis results showed that the sensitivity
of cervical cancer tissue LncRNA PCGEMI, miR-642a-5p, and their combination in predicting postoperative
recurrence of HPV-positive cervical cancer patients was 75.00% (95% CI: 0.548, 0.886), 78.57% (95% CI: 0.585,
0.910), and 75.00% (95% CI: 0.548, 0.886), specificities were 78.21% (95% CI: 0.708, 0.842), 73.08% (95% CI:
0.653, 0.797), and 96.15% (95% CI: 0.914, 0.984), and AUC were 0.724 (95% CI: 0.653, 0.787), 0.796 (95% CI:
0.730, 0.851), and 0.856 (95% CI: 0.797, 0.904). Conclusions LncRNA PCGEMI1 and miR-642a-5p in cervical
cancer tissue are associated with recurrence after radical resection of HPV-positive cervical cancer, and the
combination of the two has high predictive performance for recurrence after radical resection of cervical cancer.

Keywords: uterine cervical neoplasms; human papillomavirus viruses; radical surgery for cervical cancer;
LncRNA PCGEM1; microRNA-642a-5p
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PCGEMI1 mRNA . miR-642a-5p mRNA A X} & 35 & It
B, A ZMI, ZRA G FE L (P<0.05), T
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2.815(95%CI: 1.226, 6.462)] . 7 ¥ ik B 45 5 B[O R=
2.892 (95% CI: 1.202, 6.968)]. ‘& %5 %5 2H £ LncRNA
PCGEM1 % ik [ O R=3.267 (95% CI: 1.642, 8.754)].
miR—-642a-5p % k[ OR=3.337 (95% CI:2.031, 9.846)]
94 52wl HPV PH M By 35008 B8 8 R 5 52 K& 1 FE I B
H(P<0.05), W34,

#4 FWMHPVIAEEMEEEAREELNEEERZRY Logistic BlIF43 #7545
. " 95% C1
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miR-642a-5p ik 1.205 0.342 12.414 0.000 3.337 2.031 9.846
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J 78.21% (95% CI:0.708, 0.842) . 73.08% (95% CI:
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KRB . AR, HPV A E S0 B R
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FBAE) | Ik 3k miR—642a—5p A 3 2k 5 45 T I 41
FEHRE TR RS, (EIHm A p g . =R, i
11 AT 5200 HPV PHAE B 08 A iIA R 5 2 % .

Zi L prid, B i 4 41 LncRNA PCGEMI |
miR-642a-5p 35 5 HPV FHEE HiE ARG R 5 &2 &
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