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HWE . B RAKEIEHDRNA(LIcRNA) LINC00667 33 RUR 5% 3 KR LF 4 AE 7 it 4m i RA—FLS)
¥ A A AFE PR AR . TR R ERGE X T K (RA)EAR XK, SPF A Wistar K .4 B B X
WAL, N E R T RS R M (qQRT-PCR )4 M RA—FLS ¥ LINC00667 F= miR—19a—3p # &
ik, JERA-FLS ¥ 5 %) 4 % si—NC (si—-NC 28) \si—LINC00667 (si—LINC00667 28 ) \miR —NC (miR—NC 41 ) |
miR—19a=3p B 444 (miR —19a—3p 21 ) | si—LINC00667 5 anti-miR—NC (si—-LINC00667+ anti—-miR—NC 41 )
si—LINC00667 5 anti-miR—19a—3p (si—-LINC00667+ anti—-miR—19a—3p 41 ) , CCK-—8 & #& 0 & 41 4% 4 )5
RA—FLS & 32 75 47 %) % . Transwell 3% # M RA-FLS it #% 4Z & . Western blotting #& M| E 45 45 % & (E-
cadherin) N 45 %6 & & (N—cadherin ) & 1% . % & & 8 R & 1 9E LINC00667 F= miR—19a—3p #j ¥z 15 * %,

ZER RABEA B R LR P LINCO0667 & ik & 29 4 &% 4149 270% , miR —19a—3p & A ¥ 4 A B L4069

36% (P <0.05), %4 M5 ,si—LINCO0667 LR A—FLS #)3§ 74473 % | E—cadherin & G483 &£ &3 T si—-NC
20(P <0.05), si—LINC00667 4Lt #5 , 12 42 4 fie4k . N—cadherin & & 483+ & & AL T si-NC 28(P <0.05)
LINC00667 ¥ % miR—19a—3p, miR—19a—3p 21 RA—FLS #93% 74 #7 4] & | E—cadherin & & A8 3 R 2 & & T
miR—NC 28 (P <0.05), miR—19a—3p 2Lt # | 42 % W i4k . N—cadherin & & 4854} &3k 48 T miR—NC 41
(P <0.05), si—LINC00667+ anti—miR —19a—3p 28 RA—FLS #4 3% 54 37 4] & | E—cadherin & & A8 %+ % i& 1K F
si—LINC00667+ anti—miR—NC #8 (P <0.05) , si—LINC00667+ anti-miR—19a—3p 21 if # |42 %& 4| Jt %% . N—
cadherin & & ABA £ ik & 3 T si—LINC00667+ anti-miR—NCZL( P <0.05) . 518 7% miR —19a—3p i@l 1L ¥e. &)
LINC00667, #7#l RA-FLS#938¢38, it45, 124, LINCO0667 3T BAES Bifeis )7 RA #9325
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Effects of inhibition of ICO06LINC00667 expression on proliferation,
migration and invasion of fibroblastic synovial cells in
rheumatoid arthritis*
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Abstract: Objective To explore the effects and mechanisms of long chain non-coding RNA (IncRNA)
LINCO00667 on the proliferation, migration and invasion of rheumatoid arthritis synovial fibroblasts (RA-FLS).
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Methods The model was established in SPF Wistar rats, the synovial tissue of ankle joint was isolated, and the
expression of LINC00667 and miR-19a-3p in RA-FLS was detected by quantitative real-time polymerase chain
reaction (QRT-PCR). Transfect si-NC, si-LINC00667, miR-NC, miR-19a-3p simulant, si-LINC00667 and anti-miR-
NC, si-LINC00667 and anti-miR-19a-3p in RA-FLS, and divide them into si-NC group, si-LINC00667 group, miR-
NC group, miR-19a-3p group, si-LINC00667 + anti-miR-NC group and si-LINC00667 + anti-miR-19a-3p group.
CCK-8 method was used to detect the proliferation inhibition rate of RA-FLS after different transfections, Transwell
method was used to detect cell migration and invasion, and Western blotting was used to detect the expression of E-
cadherin and N-cadherin. Double luciferase report verified the targeting relationship between LINC00667 and miR-
19a-3p. Results The expression of LINC00667 in synovial tissue of RA model group was 270% of that of normal
group, and the expression of miR-19a-3p was 36% that of normal group (P < 0.05). After successful transfection, the
inhibition rate of RA-FLS and the expression of E-cadherin protein in the si LINC00667 group were higher than
those in the si-NC group, and the number of migration and invasion cells and the expression of N-cadherin protein
were lower than those in the si-NC group (P < 0.05). LINC00667 targeted miR-19a-3p. The inhibition rate of RA-
FLS and the expression of E-cadherin protein in miR-19a-3p group were higher than those in miR-NC group, while
the number of migration and invasion cells and the expression of N-cadherin protein in miR-19a-3p group were
lower than those in miR-NC group (P < 0.05). The inhibition rate of RA-FLS and the expression of E-cadherin
protein in si-LINC00667 + anti-miR-19a-3p group were lower than those in si-LINC00667 + anti-miR-NC group,
while the number of migration and invasion cells and the expression of N-cadherin protein in si-LINC00667 + anti-
miR-NC group were higher than those in si-LINC00667 + anti-miR-NC group (P < 0.05). Conclusion LINC00667

can promote the proliferation, migration and invasion of RA-FLS by targeting miR-19a-3p.
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25 KR 26 75 R (rheumatoid arthritis, RA ) &2 — fir
SO A B IR O AR R R E S, FRELAY R
RE 23 W IR B R BB, BT 4ERR O B 40 i
(fibroblast-like synoviocytes, FLS) 7E RA [ & 4= . &
Jee rp ot R P 1 AR 5 T IR Ak Y 4 40
DR 1~ 0 4 i A RO Tl A B ORI, XU 56 1Y 4R B
2T Y RE W TR A0 L (RA-FLS ) 7518 1 48 SiE PR 55 v 9
T o A I e o i L R AR A
DL K3 B R AR 2 18 T 14 0 55 250 s i A R B
M RA B 0F R I e 2R 56T o AR S RNA 78
RA & Ji& vl 8 2 4E FH G B B 500 R4 0 2 B
LINCO0667 {7 T4 (0,4 18p11.31, & —Fh#Hr K I
£ 4% 9F % 15 RNA (long noncoding RNA, LncRNA) o
LINC00667 2 2 i S 7 b 9 1) A8 48 DX, G B 44
FLJE™ . AR/ M Ad S S LINCO0667 A i
i W B} microRNA-130a-3p (miR-130a-3p ) 8 77 4 i
B2 AR 3 35 R ) A0 e ) RS, YANG AR
UE ] LINCO0667 7E A /I 4 A Jiti 98 v A Ay 98 25 PR 3 aek
W B miR-143-3p 78 24 38 4+ ¥ N I RNA (competing
endogenous RNAs, ceRNA ) {2 # ] A= 1 o A AT BA I
WIWF ST kB, IE 415 8 AL AT K R R 41 2]
LINCO0667 3 ih A 22 5, AW 15 B % 750 s

arthritis, rheumatoid; synoviocytes, fibroblast-like; LINC00667; miR-19a-3p; proliferation;

LINC00667 5 miR-19a-3p 17 1€ 45 & i &, H
LINC00667 7E RA-FLS ¥ 45 i (9 4 JH i A W8 . A
BLH L E, LneRNA AT LU 23 410 1 5 28 miRNA B
N mRNA &3 4E ™, miR—19a-3p f&— FF2 fE A1
X miRNA , J& T miR-17-92 £ 5", A WF 58 %
B, miR-19a-3p 7£ RA F8 3 I HAH O[] J5 14 Ml o i
HhELERE" ., AR B AE TS LINC00667 11 1E
H ., VA & LINCO0667 XF RA-FLS #4 %%  iE 5% 4778 K #
Fr miR-19a=3p 1315, LU [ B LINCO0667 7 RA rh
YRR, 1T e R 8 IR T T S d (LA o Sk A

1 MREIE

M

2B B W) SPF L ME 1k Wistar KB 20 H, {A T
(200 +20) g, W [ 57 w3 UL S 90 sl W) B A R A F
SR B YA PEVERTUE S - SCXK () 20190003, 9246
R R SR T R A P R B sh P Se s b oLy, R (22 +
2)°C, A M MoK, SLHR e T
B L 5E 4 9 EG AR R L TRIzol 35 | Biosystems
High—Capacity ¢cDNA Reverse Transcription Kit ( 3¢ &
Invitrogen 72~ #] ) , Applied Biosystems TagMan
MicroRNA Assay (EH Applied Biosystems /NECIDIR

1.1
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SYBR PrimeScript miRNA RT-PCR Kit ( H 4% TaKaRa
D) AT BT & 8 (cell counting kit-8 , CCK-
8) ( H Z Dojindo 2~ 7] ) , pGL3 #4 /& | Dual-Luciferase
Reporter Assay kit ( 3£ [F Promegaé\\ﬂ )o
1.2 HEEH

W R BUBEHL A N E R A RABAIZH , HRH 10 H
TE B 5 T PR E b, g A T2 DR 58 4 o IR
P51 s 1 HE AR DRI TR AT o A R BRI I PR 58
3dJE AT BRI S A, AR R 2 AR BT U
0.15 mLJEJEFLFA,  1E 5 BRZH AR ST 0.15 mIL AR
FRER KM PR K BE T dJE T X R AR R
55 0.1 mL B LA Do S o AR E IR E 10 d 5 ik
PO IS e JH IR Bl Ay S92 6 IO % 42
1.3 @S BIEFREHE

TSN 38 A 5 3 d Je ObF 3088 R BRUER G 3y 4
21, BURMEIE, 4 CTIB AR TR i IR
AP RKZ) 1 mm x 1 mm x 1 mm /N, FEFE37 C
T HEATIHRAE AR AL 2 he 7E 3 000 r/min &L 5 min
W S AL L AE &5 A 10% Jif A L3 ANHT A 3R (100 u/mL
T A R 100 we/mL £ % % ) 1 DMEM X5 37 3 pr |
TREFAE 37 °C 5% CO, MBI T AR . 103 ~
5UCHY T IR 2525

FE RA-FLS 1 73 5l 5% ¢ si-NC. | si-LINC00667
miR-NC , miR-19a-3p L1 ¥JJ | si—-LINCO0667 5 anti-
miR-NC . si-LINC00667 5 anti-miR-19a-3p, IAVE N
si-NC 4 . si-LINC00667 2 . miR-NC 4 . miR-19a-3p
2l | si—-LINC00667 + anti-miR-NC & F1 si-LINC00667
+ anti-miR-19a-3p 41 . MR Y& S UL 7 %,
i Fil Lipofectamine 2000 % & 1805RPRE F 34 5 4% 4t 2]
RA-FLS "1 48 h, >R JH] 5 I 9 0l i€ i 585 il B S L
(quantitative real-time polymerase chain reaction, qRT—
PCR ) 5 5% QLA %
1.4 gRT-PCR #& il LINC00667 #1 miR—19a-3p
Fik

{7 TRIzol 42 HUZH ZU 55 5% 40 M 9 5 RNA LS
I RNA 33k . fifi FH Biosystems High—Capacity ¢cDNA
Reverse Transeription Kit B RNA 30685 5% A cDNA . %%
ARV A 20 WL RNA. JW 512 95 CAE
305,56 CiH k45,72 CHEM 45 s, fd ] ABI7500
St PCR R G0 84> PCR R #E 47 35 IMEFR . X
T miR-19a-3p K5 B K, i ] Applied Biosystems

TagMan MicroRNA Assay J7 & i#F 17 36 %% 5% , SYBR
Prime Script TMmiRNA RT-PCR Kit F] F 4 Il miRNA
Fik o RNA KR K 2724 )5 ki1 . GAPDH
B U6/E NS, LINCO0667 IE05|H): 5'-TGTGCG
AGAAAGCCTACCTG-3', I : 5'-GCCTGCATCAA
AAAGTCGGG-3'; GAPDHIEMB[#): 5'-GGAGCGA
GATCCCTCCAAAAT-3', Jz[a]: 5'-GGCTGTTGTCAT
ACTTCTCATGG-3'; miR-19a-3p IE[[51#: 5'-GGG
GGGGTGTGCAAATCT-3', [l : 5'-GTGCGTGTCGT
GGAGTCG-3'; U6 IEM5[4): 5'-CTCGCTTCGGCAG
CACA-3", JZ[f]: 5'-AACGCTTCACGAATTTGCGT-3',
1.5 CCK-8 i&Hu il 2 A 1 58 #] il Z=

21 A1 41 SR AR B8 CCK-8 3% 7 & Ui 1 78 96 £L#t
ol ok CCK-8 M 5E o 4 5 e 4 Jo ki b B Y RA-FLS
(1 x 10° /™40 AE/FL) F 37 C 5% CO, N 557, 48 hitf
JIA CCK-8 12, 45 4 ho 3 i AR {XAE 450 nm 4
D 5 5 %5 B2 OD A 5 38 F 1 ) 32 . 3 5 4 o]
(%) =100%—2%3 20 OD A /% B4 OD A x 100% -
1.6 Transwell ;&4 MABEITR (B2

TR Q48 hm, ¥ 2x 10 RA-FLS il A
A 100 L JG ML H K% 772 3L 1Y Transwell 1%, SR )5
E TR ZEMA 10% a4 g 5 5L, W24 h e,
W30 0ok FL T AS 00 40 B [ JF A R A, TR
g TSR AL 114k 1278 7F Transwell -
FE IR AT Matrigel 12, JE 220 BR[FATH .
1.7 Western blotting #: il E—cadherin, N-
cadherin EARIA

K & G AR B SRR S 4 1) RIPA 24 22
R 2L % RA-FLS, il S H . S8 H@ L sSps-
PAGE 73 B I 56 B 3 R — R L B - o >R 5%
B RE A4 Wy B J5, FH—$iE A B T E-cadherin
(1:1000) . $t N=cadherin (1:1000) FI$Hi GAPDH
(1:2000) fE4 CHEMTHLK. SFR AN E
Ja ., KRS T hi— R, JF R B R 0 1k A
KICHAETTIEE . GAPDH NS,
1.8 LINC00667 %1 miR—19a-3p B M & S =& iR
&L

K AE WIS B B starbase X LINC00667 Al
miR-19a-3p 1 B 4MNF FI SEA7 B H PCR 47 3%
LINC00667 H' miR—19a-3p 4 25 & v 15, 7 A4 Y (WT)
J¥ 51 8% 548 (MUT) J7 81 o 8 43 53] 5 B 3] pGL3 %%
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A rp L7 245 WT-LINC00667 . MUT-LINC00667 #% 4
JURL o SR J5 5 H Lipofectamine 2000 5% Y5, Fi
5 JFRE 5 miR-NC 5% miR—19a—3p A& 4014 43 51| A e
RA-FLS. 7E5: Y% 48 h J5 Y £ 40 L, i FH Dual-
Luciferase Reporter Assay kit ¥4 18 156 B 25 35 00 2 241 Jfd
() 9 G 2R I 1 o
1.9 Sit=rFHiE

AR 23 BT SR SPSS 22.0 Gt fk . iR
DA + 22 (x 2 s) Fom , B K2 30 5007 25 00
Mro P<0.05h2ERAGI7#E L,

&R

21 IEFEHESEAIZHELINC00667 F1 miR-19a-3p
FRIEM LR

1E % 41 5 45 A 4 1 B R LINCO0667 mRNA Fl
miR-19a-3p mRNA X} £k L i, Z 5 A i 2F
B X (P <0.05) ; #5725 ¥ 5 v LINCO0667 mRNA AH
Xf 26 A T IEH 2 , miR—19a-3p mRNA A %} ik
WK TIERF4. Wkl

2

*1 EEASERALINCO0667 F1miR-19a-3p Kikh)
b3 (n=10, x+s)

Vol LINC00667 mRNA miR-19a-3p mRNA

TR 0.99 £0.10 0.97 +0.11

HERIZH 2.67 +0.30 0.35 +0.08

HH 24.126 19.429

PAY 0.000 0.000

2.2 P F& 4 LINCO0667 F1 miR-19a-3p Fik
HIEE B

RA-FLS # 4t J5 , si-NC 4 5 si—-LINC00667 £
LINCO0667 mRNA AHXf FRik it [L#, 22 R A S it =
X (P <0.05) ;si-LINC00667 21 LINCO0667 mRNA A X}
TR EMTsi-NCA (W 2) . RA-FLSH )5, %
ZH miR—19a-3p mRNA i XF 2% ik & [ 85, & 07 22
M, 223206515 X (P <0.05) ; si—-LINCO0667 ZH

F 4 HP%HILINCO0667 3 RA-FLS 1858 . 7T 5% 2 Z T

miR-19a-3p mRNA #H X} 3 ik & & F si-NC 41 (P <
0.05) ,miR—19a—3p 2 miR—19a—3p mRNA AR ik 5
F miR-NC £ (P <0.05) , anti-miR—19a—3p £ miR—19a—
3p mRNA KT anti-miR-NC 41 (P<0.05) (WL 3:3).

K2 ERFRLEALINCOO6E7 FIiEMELE (x+s)
2H 5 LINC00667 mRNA
si-NC 21 1.00 + 0.00
si—LINC00667 21 0.24 + 0.03
t{H 76.000
Py 0.000

R3 HLFRAMR-19a-3p RiEMILE (rxs)

205 miR-19a-3p mRNA
si-NCE 1.00 £ 0.00
si-LINC00667 £ 3.66+0.12"
miR-NCZ 1.00 + 0.00
miR-19a-3p 4 256+ 0.17%
anti-miR-NC 1 1.00 + 0.00
anti-miR-19a-3p 41 0.40 = 0.06”
Fii 589.903

PfA 0.000

F D5 si-NC A #, P <0.05; @5 miR-NC 4H [t 45, P <0.05;
@5 anti-miR-NC 4 [t 4%, P <0.05 -

2.3 %I LINCO0667 X RA-FLS 13 . i % 52
pA|

4] LINCO0667 Jii , si-LINCO0667 24 RA-FLS
HAEME RS si-NCAL R, 2R A HITHE X
(P <0.05) ; si-LINCO0667 2 i T si-NC 41 . 7EiE % .
1228 40 Ji %4 7 18 , si—LINC00667 2H 5 si-NC 20 L #%
2R H Gt B L (P <0.05) ; si-LINC00667 4% T
si-NC 4] . si-LINC00667 £ E-cadherin % [ Fll N-
cadherin & H X} FiA | 5 si-NCH L, Z R A5
P25 X (P <0.05) 5 si-LINC00667 2H E—cadherin 25 [
FHXF 2235 5 55 T si-NC 4, N—cadherin & [ 4 X} &35
HLFsi-NC4l. WR4FE 1,

(x+s)

25 HAGH I/ % b i 2411110k 3 (e 2RI~ E—cadherin % [ N-cadherin & [
si-NC 41 0.00 £ 0.00 170.78 £ 9.81 137.44 £8.21 0.24 +0.02 0.77 + 0.07
si-LINC00667 41 46.25 +1.68 80.22 +2.66 58.56 +3.83 0.69 +0.05 0.22 +0.02
i 82.589 26.729 26.121 25.069 22.664

P{H 0.000 0.000 0.000 0.000 0.000
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si—LINC00667 21

si-NC4H

i

si-NCZH  si-LINC00667 41
E-cadherin 135kD
N-cadherin 140 kD
GAPDH 37 kD

—
B

A A1 LINCO0667 % RA-FLS XTH% 222850 BY 5200 (45 S 204 (8, x 200) ; B: 71| LINCO0667 f§ RA-FLS 1 E—cadherin .N—cadherin 2 13535 .

[ 1

2.4 miR-19a-3p #&[a] LINC00667 4R

K AT starbase #E 47 11 1] LINCO0667 1 miR—
19a-3p [ H.#MF 51 . WT-LINC00667 5 miR-19a-3p
M miR-NC Qe i, 2R A qit % 8 L (P<
0.05) ; 1Mii MUT-LINC00667 5 miR—19a-3p Hl miR-NC
IEEY R, 22 R G E (P >0.05), WK 2
M#Es,

WT-LINC00667  5'- uuugccUUCCCCAGAUCCUUUGCACa - 3'
[T

miR-19a-3p 3'-  agucaaAACGUAUCU--AAACGUGU - 5'

MUT-LINC00667 5'- uuugccUUCCCCAGAUCCACAAGCAG - 3'
B2 LINC00667 #1 miR—19a-3p B E M7l
2.5 miR-19a-3p ¥t RA-FLS &% ;I . B E W

A
TE RA-FLS (3 FE I R T8 AR 224 B 57

M4 LINC00667 %t RA-FLS T 2 Z R 220

%5 miR-19a-3p L[ LINC0066 HIX E St Z AR &

(xxs)

miR-19a-3p 4 0.43 £0.05 0.99 + 0.06
miR-NC 4 0.99 + 0.08 0.95 + 0.06
tfE 17.808 1.414
PH 0.000 0.176

[l , miR—19a-3p 215 miR-NC 41 HL 4%, Wi 4 22 5+ 24 E
A Gi i 7% X (P <0.05) ; miR-19a-3p 41 RA-FLS fY
BN F 5 T miR-NC 41, 3T 5% 5 22 40 o 20 T
miR-NC 2 . miR-19a-3p 415 miR-NC 41 E-cadherin
Hl N—cadherin £ FI A AT R Gk 5 OB, 22 5 A Ge it
B X (P <0.05) ; miR-19a-3p 2 E-cadherin 25 (4 A %}
ZF A T miR-NC 4H , N—cadherin & H #H X} 15 0
X F miR-NC 4, W#E6HE 3,

%6 miR-19a-3p Xt RA-FLSIEH TR BEMEM (x+s)

miR-NC 4] 0.00 + 0.00 168.22 + 8.47
miR-19a-3p 21 3422 +1.61 103.11 +5.47
tH 63.764 19.373
P 0.000 0.000

133.11 £ 11.01 0.23+0.03 0.75 £ 0.06

72.56 +4.81 0.49 + 0.04 0.33 +0.04
15.119 15.600 17.473
0.000 0.000 0.000

2.6 #P#H miR—19a-3p XTI LINCO0667 432K
RA-FLS &% . i 2 EHZ M

si—LINC00667 + anti-miR—19a—3pZH7E RA-FLS #J
il EF R 224 AT T si-LINCO0667 + anti—

miR-NC 41 IL 8¢ , 26 5 Y96 Ge it 27 3 L (P <0.05) 5 si-
LINC00667 + anti-miR—19a-3p 41 RA-FLS fY 1l fi]
% si—-LINCO0667 + anti-miR-NC 2H &A%, T % 17 28
41 i 48 si-LINCO0667 + anti-miR-NC ZH 34011 . si-
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miR-NC 41 miR-19a-3p 2

miR-NC#4] miR-19a-3p 4l

N-cadherin ‘ - 140 kD

i1

A
A:miR-19a-3p Xf RA-FLS T8 (RZEEUATRZIA (45 S 5L YL (0 x 200) 5 B:miR—19a-3p X} RA-FLS H' E—cadherin ,N—cadherin £ [ 15 1520
3 miR-19a-3p Xt RA-FLS it # .18 % & E-cadherin.N-cadherin & B & iX H 8

LINCO0667 + anti-miR-19a-3p 41 5 si-LINCO0667 +  HH X} # ik 544 si-LINC00667 + anti-miR-NC 21 P I,
anti—-miR-NC 41 E—cadherin & ['] 2 N-cadherin £ [ N—cadherin 25 4 #H X} 32 ik & %8 si-LINCO0667 + anti—
MFRIKE R, ZRYUAHEITFEEX (P<0.05), miR-NCHTFmE. WETHEL,

si—-LINC0O0667 + anti-miR—19a-3p #H E—cadherin &

R 7 ME miR-19a-3p XFHPHI LINC00667 4bIE ) RA-FLS HE3E i E R B ZMEN  (x+5s)

si—-LINC00667 + anti-miR-NC £H 46.61 +1.93 7822 +4.18 57.78 +3.15 0.68 +0.05 0.23+0.03

si-LINCO0667 + anti-miR—19a-3p £ 23.94+1.80 134.56 £ 9.84 106.89 + 8.44 0.35+0.04 0.56 +0.05

t{E 25.770 15.810 16.354 15.461 16.978

P{H 0.000 0.000 0.000 0.000 0.000
si-LINCO0667 + si-LINC00667 +

anti-miR-NC 4 anti-19a-3p i

si-LINC00667 +  si-LINC00667 +
anti-miR-NC4]  anti-19a-3p 4l

N—cadherin - . 140 kD

B

A
A A miR-19a-3p Xl LINCO0667 £ B (¥ RA-FLS i1 12 228 52 M0 (45 55 44 2 % 200) 5 B 413l miR—19a-3p X§ 4101l LINCO0667
AbFR) RA-FLS H E—cadherin .N—cadherin 25 13834 .
4 #%I miR-19a—3p XF# &l LINC00667 AbIE & RA-FLS T . 22 % E—cadherin.N-cadherin & 5 ik F &1
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RA & —Fiig 1k 3 B e v pns . i T 4
20 B3 ok bR RERE A . AT RS L AR RN R E A A
B B IR e O SR Y AR AR 45 R WoR
LINC00667 7E RA BRI 4 s ik o BRAEAFSE R,
LINC00667 fF b 2 i A P 4 3k 9 9F & &,
LINC00667 7£ IF 45 Jig 2H 2R 4t i vh sy 2238, il 2 f10
il miR—200c—3p - 1 P 6 Pk 56 &0 T 3 g 1 412 a2 JIE 4
P A L3 B LG S M 4R 2B, LINCO0667 3 1o 1% fff
miR—4319 {12 1 &5 W 3 41 6 7y 386 4 L 32 7% L 4= 22 A
B 18] 70 5 G b A S e AU AT 5 A o I
LINC00667 #E 17 Xy B 3 2Kk 55 55, 45 53 A 340 4l
LINC00667 T3 FLS 347 i 7% RZZ2HHH . sk,
i 1:F Western blotting £ ] ] LINC00667 X & [ 3= ik
52 . E-Cadherin & — 28 28 ML 25 35 286 11, W] A
h b B 2 A, 4E A b A FE E |, E—cadherin [
FEIRPAN T 2 0 IR 1 Rz 40 B 18] 40 7 45 4, N-
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